Predicting ARG composition in Effluent
samples based on Influents in WWTP
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Motivation

* Sequencing is expensive

* Influent vs effluent

* Derive ARG relationship in influent vs effluent

* Find ARG relationship with other environmental properties
* Target: predict ARG abundances in effluent from influent



Data Collection

* Christianburg, VA
* October, 2020 — September, 2021
e 192 effluent samples and 224 influent samples



Data preprocessing
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Learning objective

* Target: predict ARG abundances in effluent from influent
* Number of sample ~200
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* Baseline: linear regression

* Improvement

* Predict a subset of genes
* SVM, RF, ANN



Questions




