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Abstract
Using model organisms has been a powerful tool to study biology since many fundamental biological processes are conserved from a simple one-cell organism to a complex, multi-organ creature like human. Recently zebrafish has emerged as a favorable, inexpensive alternative vertebrate system to the classical mouse model. The talk will start with a brief introduction to the current biology, the rationale of using zebrafish, followed by the introduction of the multi-institutional effort to disrupt every zebrafish gene. Since the project is a large-scale, genome-wide mutagenesis effort, integrating an efficient data management and utilizing the power of computation are inevitable. Finally, a perspective of applying computer science in modern biology research will be briefly discussed.
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